Gene Ontology Syllabus
1. Reason for development of the Gene Ontology
a. Computability of ontologies

b. Existing ontologies
2. Description of the Gene Ontology
a. What GO is

b. Usefulness of GO

c. Three aspects of GO terms

d. The specificity of GO

e. GO bridges language and organisms

f. GO terms and relationships

g. Directed Acyclic Graph

h. Composition of a GO term

i. Example of a GO term
3. Gene Ontology Tools
a. Availability of tools at GO website

b. Categories of tools
c. Description of some tools

i. AmiGO

ii. QuickGO

iii. Manatee

iv. OBO-Edit
4. Exploring the Gene Ontology with AmiGO
a. Accessing AmiGO

b. Browsing GO

c. Searching GO

d. Term lineage

e. Examining a GO annotation

f. BLAST results and GO
5. Annotating Gene Ontology Terms
a. The three aspects

b. An example of a GO annotation

c. Evidence Codes

d. The manual annotation process

e. Assigning GO terms based on sequence similarity

6. GO Slims
a. Relationship between whole ontology and GO Slim

b. Graphing a GO Slim

7. Points to remember

